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Objectives: Women of childbearing age with a diagnosis of breast cancer often 
want to conceive a child after treatment. Some reports found that pregnancy does 
not increase the risk of cancer recurrence after successful treatment. These reports 
and positive changes in the survival rates of breast cancer patients can impact the 
decisions of patients and physicians. The goal of this study was to estimate the 
number of women who survived breast cancer and subsequently became preg-
nant and to determine the time between the cancer diagnosis and pregnancy in 
the time periods between 2000-2002 and 2010-2012, respectively. MethOds: This 
retrospective study analysed longitudinal routine care data collected by gynaecolo-
gists in Germany (IMS® Disease Analyzer). Data from women aged 20-45 with a 
pregnancy within 10 years after the first breast cancer diagnosis from 102 gynae-
cological practices in Germany (Disease Analyzer database; 01/1992 to 12/2012) 
were analysed. Results: In the time period 2000-2002, 65 (projected to national 
level: 4615) women became pregnant after a breast cancer diagnosis; this number 
increased to 114 (projected to national level: 8094) between 2010-2012. The mean 
age did not significantly change between 2000-2002 and 2010-2012 (33.8 (SD: 6.0) 
and 34.2 years (SD: 6.1)). The time between the first breast cancer diagnosis and 
pregnancy identification was 896 days (SD: 690) in 2000-2012 and 552 days (SD: 
696) in 2010-2012 (p< 0.01). cOnclusiOns: This retrospective analysis showed 
that the number of pregnancies following breast cancer diagnosis has signifi-
cantly increased in the last 10 years. More over, the time to pregnancy has become 
significantly shorter. This is indicative of the positive and hopeful developments 
for young women affected by breast cancer. Further studies on this important 
research topic are necessary.
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Objectives: About 1 in 8 U.S. women will develop invasive breast cancer during 
their lifetime. Response to treatment varies among women depending on several 
factors. This work identified and prioritized the essential variables to imple-
ment personalized cancer treatment, and determined the feasibility of obtaining 
these variables from available data sources toward a real time clinical decision 
aid. MethOds: A focus group of 10 breast cancer clinicians was conducted to deter-
mine possible variables for inclusion into the clinical dashboard. An electronic 3-cat-
egorical scale (must have, would like to have, unnecessary) survey was conducted 
among a broader group of breast cancer clinicians. Variables were classified by 
category and mention frequency (Mode). The accessibility of these variables from 
two separate cancer care databases was evaluated by data querying, text search and 
electronic chart review and categorized as available, difficult to access, or unavail-
able. Results: Ten clinicians identified 67 possible variables for inclusion into the 
dashboard. According to the broader electronic survey 25 clinicians determined 
39 “must have” variables with 9 patient specific variables (e.g. age at diagnosis, 
comorbidities, hormone replacement use, cancer history); 13 tumor specific vari-
ables (e.g. clinical stage at diagnosis, histologic grade, laterality) and 17 timeline 
related variables (e.g. date and type of surgery, chemo/endocrine/targeted therapies 
received by date, chemotherapy regimen and cycle information, overall survival). 
34 of identified “must have” variables were accessible from at least one of available 
databases. Of the relevant variables five may be difficult to access, including BRCA 
testing and status, performance status, date and site of recurrence, disease free 
survival and treatment delay. cOnclusiOns: Breast cancer clinicians identified 39 
essential variables, the majority of which can be obtained from currently available 
databases and then uploaded into a clinical dashboard to support personalized 
medicine at the point of care for patients with breast cancer.
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Objectives: To indirectly compare the efficacy (progression free survival (PFS)/
time to progression (TTP) and overall survival (OS) of everolimus plus exemes-
tane (EVE+EXE) with fulvestrant in patients with hormone receptor positive, HER2 
negative advanced or metastatic breast cancer. MethOds: A systematic search of 
the Cochrane Library and other resources was undertaken to identify reviews and 
clinical trials reporting interventions for metastatic breast cancer that would allow 
an indirect comparison of fulvestrant and EVE+EXE. A Bayesian fixed effect model 
was used with exemestane adopted as the base treatment for the model because it 
provided the most information in the network. The basic parameters of the model 
are the log hazard ratios with respect to exemestane for PFS/TTP and OS from the 
included studies. In the absence of full networks for TTP/PFS, these outcomes were 
assumed to be the same measure in a disease with short survival times. Results: 
Six trials contributed to a network for PFS/TTP and five to a network for OS. Because 
the comparator treatment was used as the base treatment, a HR > 1 indicates that 
the comparator is less effective than everolimus. For PFS/TTP, EVE+EXE performed 
better than fulvestrant 250mg (HR 2.13 Credible interval (CI):1.72 to 2.63) and 500mg 
(HR 1.69 CI: 1.30 to 2.22). This difference was statistically significant. For OS, EVE+EXE 
performed better than fulvestrant 250mg (HR 1.36 Cl: 0.95 to 1.97) and 500mg (HR 
1.15 Cl: 0.76 to 1.75) but the difference was not statistically significant. A complete 
statistical assessment of heterogeneity for PFS/TTP and OS was not possible because 
of data limitations. cOnclusiOns: EVE+EXE confers better PFS/TTP benefit in HR+ 
HER2-ve metastatic breast cancer when indirectly compared with fulvestrant 250mg 
the colorectal cancer and comparison groups, adjusted for baseline demographic 
and clinical characteristics. Results: A total of 75,208 patients were identified 
for the colorectal cancer and comparison cohorts. After 1:1 PSM, 24,053 patients 
were matched from each group, and the baseline characteristics were proportion-
ate. Patients diagnosed with colorectal cancer had more health care utilization 
including inpatient (20.40% vs. 2.61%, p< 0.01), emergency room (ER) (15.32% vs. 
6.06%, p< 0.01), outpatient (99.60% vs. 64.31%, p< 0.01) and pharmacy visits (88.30% 
vs. 66.20%, p< 0.01). The higher health care utilization resulted in increased health 
care costs, including high inpatient ($9,867 vs. $795, p< 0.01), ER ($158 vs. $61, p< 0.01), 
outpatient ($5,020 vs. $1,585, p< 0.01), pharmacy ($1,345 vs. $523, p< 0.01) and total 
costs ($16,232 vs. $2,903, p< 0.01) for patients diagnosed with colorectal cancer 
compared to patients in the comparison group. cOnclusiOns: Veteran patients 
diagnosed with colorectal cancer incurred significantly higher health care utiliza-
tion and costs over a 1-year period compared to patients without colorectal cancer.
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Objectives: The development of targeted therapies has changed the paradigm of 
cancer management necessitating the use of robust biomarkers to identify eligible 
patients. This study aims to evaluate trends in molecular diagnostic test (MDT) uptake 
across various solid tumors. MethOds: This study used IMS Oncology Analyzer™, a 
patient database collected through a quarterly physician panel survey. This database 
provides comprehensive insight into cancer care. Selected patients were at advanced/
metastatic stages and diagnosed with breast (BC), stomach (SC), non-small cell lung 
cancer (NSCLC) or colorectal cancer (CRC) and receiving chemotherapy. MDT uptake 
was analyzed from time 0 (year of the European Medicines Agency –EMA– approval 
of the associated targeted therapy) until 2012. The analysis was done on 5 EU coun-
tries (France, Germany, Italy, Spain and UK). Results: Trastuzumab was approved 
in HER2+ BC by the EMA in 2000 and had a line extension in 2004. In metastatic 
BC, the proportion of HER2-tested patients in 2004 was 60% (787/1,320) versus 94% 
(1,351/1,430) in 2012. Following further approval in 2010 for use in HER2+ advanced SC, 
HER2-testing grew from 17% (176/1,015) to 50% (501/993) between 2010 and 2012 in this 
population. In the year that Gefitinib gained EMA approval in EGFR+ NSCLC (2009), 8% 
of advanced NSCLC patients (280/3,465) were EGFR-tested. This proportion increased 
to 56% (2,092/3,708) in 2012. Panitumumab and Cetuximab obtained EMA approval for 
KRAS-wild type CRC in 2007 and 2008 respectively. In 2009, 42% (1,183/2,843) of meta-
static CRC patients were K-RAS-tested and 62% (1,782/2,873) in 2012. cOnclusiOns: 
The use of MDTs has become increasingly important in oncology as more targeted 
therapies are launched. While consistent growth in testing is established, differences 
exist in the delay to achieving routine testing of patients. Further observation of MDT 
usage is required, considering national health guidelines, to better understand move-
ment towards personalized cancer management.
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bAckgROund: The high cost of VEGF-targeted anti-angiogenic therapies within a 
financially strained health-system, makes reimbursement decisions a potentially lim-
iting factor for new compounds. Failure to demonstrate adequate clinical benefit and 
cost-effectiveness in HER-2 negative metastatic breast cancer resulted in significant 
regulatory and health technology assessment (HTA) challenges. There is increasing 
expectation for new drugs to have companion diagnostics that identify likely patient 
responders, with growing support for using biomarkers to inform treatment deci-
sions Objectives: The purpose of this study was to critically examine published lit-
erature on trials incorporating biomarkers related to VEGF inhibition across different 
cancer indications, to explore their value as predictive, prognostic, pharmacological 
or surrogate response biomarkers MethOds: A search with a strict set of inclusion 
criteria was used to review the current literature. Information was gathered for 13 
biomarkers that have been explored for anti-VEGF therapy and a database was com-
piled housing raw experimental data for comparison. Each biomarker was critically 
evaluated and ranked accordingly, to validate their potential as predictive, prognostic, 
pharmacodynamic and surrogate endpoint markers for bevacizumab-based therapies, 
with consideration for likely regulatory, clinical and payer acceptance. Results: A 
total of 222 published studies were incorporated into the analysis. Plasma VEGF-A, 
PlGF and soluble VEGFR-1/VEGFR-2 demonstrated value as pharmacodynamic bio-
markers with limited prognostic value. CECs and CA19-9 showed prognostic and 
predictive value under restricted indications. Blood pressure demonstrated superior-
ity in its ability to predict response to bevacizumab. cOnclusiOns: The evidence 
suggests the incorporation of biomarkers in clinical trial design must be tailored to 
the drug and the cancer indication to which the therapy is applied. The potential for 
blood pressure as a biomarker of response to bevacizumab has been highlighted. 
Bevacizumab-induced hypertension should therefore be considered as a key candi-
date for future biomarker-driven trials, increasing the likelihood of test-treatment 
acceptance by key regulatory and HTA stakeholders.
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